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A challenge facing scientist within areas such as medicine, bioinformatics and biology is to
combine multiple sources of information in some sort of integrated data analysis. LPLS
regression (LPLSR) is a new approach for integrated analysis of multiple data sources, and
is an extension of regular Partial Least Squares Regression (PLSR). Whereas PLSR typically
is used to study the relationship between two data tables (Y and X), LPLSR is suited for
studying the patterns of covariation between three data matrices (Y, X and Z) arranged
in a corner shaped system. This facilitates the potential of exploiting extra information
(summarized in Z) about the variables in X (or Y). Classification of health status from gene
expression data, exploiting background knowledge on genes (e.g. pathway information, gene
ontology), will serve as an example for illustration. By examples involving both simulated
and real data we show how relevant background information may reduce the noise-level in
the data and increase classifier performance.


